EXPRESS MAIL NO.: EV 374655905 US 



SEQUENCE LISTING 

110 > Zavada, Jan 

Pastorekova, Silvia 
Pastorek, Jaromir 

120> MN Gene and Protein 

130> D-0021.2-2 

140> 
141> 

150> 08/260,190 
151> 1994-06-15 

150> 08/177,093 
151> 1993-12-30 

150> 07/964,589 
151> 1992-10-21 

150> PV-709-92 
151> 1992-03-11 

160> 26 

170> Patentln Ver. 2.0 

210> 1 
211> 1399 
212> DNA 
213> HUMAN 

220> 



1 



<221> CDS 

<222> (1) . . (1266) 

<400> 1 

cag agg ttg ccc egg atg cag gag gat tec ccc ttg gga gga ggc tct 4 8 
Gin Arg Leu Pro Arg Met Gin Glu Asp Ser Pro Leu Gly Gly Gly Ser 
1 5 10 15 

tct ggg gaa gat gac cca ctg ggc gag gag gat ctg ccc agt gaa gag 96 
Ser Gly Glu Asp Asp Pro Leu Gly Glu Glu Asp Leu Pro Ser Glu Glu 
20 25 30 

gat tea ccc aga gag gag gat cca ccc gga gag gag gat eta cct gga 144 
Asp Ser Pro Arg Glu Glu Asp Pro Pro Gly Glu Glu Asp Leu Pro Gly 
35 40 45 

gag gag gat eta cct gga gag gag gat eta cct gaa gtt aag cct aaa 192 
Glu Glu Asp Leu Pro Gly Glu Glu Asp Leu Pro Glu val Lys Pro Lys 
50 55 60 

tea gaa gaa gag ggc tec ctg aag tta gag gat eta cct act gtt gag 240 
Ser Glu Glu Glu Gly Ser Leu Lys Leu Glu Asp Leu Pro Thr val Glu 
65 70 75 80 



get cct gga gat cct caa gaa ccc cag aat aat gee cac agg gac aaa 2 88 

Ala Pro Gly Asp Pro Gin Glu Pro Gin Asn Asn Ala His Arg Asp Lys 

85 90 95 

gaa ggg gat gac cag agt cat tgg cgc tat gga ggc gac ccg ccc tgg 33 6 

Glu Gly Asp Asp Gin Ser His Trp Arg Tyr Gly Gly Asp Pro Pro Trp 
100 105 110 



ccc egg gtg tec cca gee tgc gcg ggc cgc ttc cag tec ccg gtg g« 
Pro Arg Val Ser Pro Ala Cys Ala Gly Arg Phe Gin Ser Pro Val A 
115 120 125 



at 384 
sp 



ate cgc ccc cag etc gee gee ttc tgc ccg gee ctg cgc ccc ctg gaa 432 
lie Arg Pro Gin Leu Ala Ala Phe Cys Pro Ala Leu Arg Pro Leu Glu 
130 135 140 

etc ctg ggc ttc cag etc ccg ccg etc cca gaa ctg cgc ctg cgc aac 480 
Leu Leu Gly Phe Gin Leu Pro Pro Leu Pro Glu Leu Arg Leu Arg Asn 
145 150 155 160 

aat ggc cac agt gtg caa ctg ace ctg cct cct ggg eta gag atg get 52 8 
Asn Gly His Ser Val Gin Leu Thr Leu Pro Pro Gly Leu Glu Met Ala 

165 170 175 

ctg ggt ccc ggg egg gag tac egg get ctg cag ctg cat ctg cac tgg 576 
Leu Gly Pro Gly Arg Glu Tyr Arg Ala Leu Gin Leu His Leu His Trp 
180 185 190 

ggg get gca ggt cgt ccg ggc teg gag cac act gtg gaa ggc cac cgt 624 
Gly Ala Ala Gly Arg Pro Gly Ser Glu His Thr val Glu Gly His Arg 
195 200 205 

ttc cct gee gag ate cac gtg gtt cac etc age acc gee ttt gee aga 672 
Phe Pro Ala Glu He His Val Val His Leu Ser Thr Ala Phe Ala Arg 
210 215 220 



2 



gtt gac gag gcc ttg ggg cgc ccg gga ggc ctg gcc gtg ttg gcc gcc 720 
Val Asp Glu Ala Leu Gly Arg Pro Gly Gly Leu Ala val Leu Ala Ala 
225 230 235 240 

ttt ctg gag gag ggc ccg gaa gaa aac agt gcc tat gag cag ttg ctg 768 
Phe Leu Glu Glu Gly Pro Glu Glu Asn Ser Ala Tyr Glu Gin Leu Leu 

245 250 " 255 

tct cgc ttg gaa gaa ate get gag qaa gqc tea gag act cag gtc cca 816 
Ser Arg Leu Glu Glu lie Ala Glu Glu Gly Ser Glu Thr Gin val Pro 
260 265 270 

gqa ctg. gac ata tct gca etc ctg ccc tct gac ttc age cgc tac ttc 864 
Gly Leu Asp lie Ser Ala Leu Leu Pro Ser Asp Phe Ser Arg Tyr Phe 
275 280 285 



caa tat gag ggg tct ctg act aca ccg ccc tgt gcc cag ggt gtc ate 912 

Gin Tyr Glu Gly Ser Leu Thr Thr Pro Pro Cys Ala Gin Gly Val lie 
230 295 300 



tgg act gtg ttt aac cag aca gtg atg ctg agt get aag cag etc cac 960 
Trp Thr Val Phe Asn Gin Thr Val Met Leu Ser Ala Lys Gin Leu His 
305 310 315 320 

ace etc tct gac ace ctg tgg gqa cct got gac tct egg eta cag ctg 1008 
Thr Leu Ser Asp Thr Leu Trp Gly Pro Gly Asp Ser Arg Leu Gin Leu 

325 ~ * 330 335 

aac ttc cga gcg acg cag cct ttg aat gag cga gtg att gag gcc tec 1056 
Asn Phe Arg Ala Thr Gin Pro Leu Asn Gly Arg Val lie Glu Ala Ser 
340 345 350 

ttc cct get gga gtq gac age agt cct egg get get gag cca gtc cag 1104 
Phe Pro Ala Gly Val Asp Ser Ser Pro Arg Ala Ala Glu Pro Val Gin 
355 360 365 

ctg aat tec tgc ctg get get ggt gac ate eta gcc ctg gtt ttt ggc 1152 
Leu Asn Ser Cys Leu Ala Ala Gly Asp lie Leu Ala Leu Val Phe Gly 
370 375 380 

etc ctt ttt get gtc ace age gtc gcg ttc ctt gtg cag atg aga agg 1200 
Leu Leu Phe Ala Val Thr Ser Val Ala Phe Leu Val Gin Met Arg Arg 
385 390 395 400 



cag cac aga agg gga ace aaa ggg ggt gtg age tac cgc cca gca gag 1248 
Gin His Arg Arg Gly Thr Lys Gly Gly Val Ser Tyr Arg Pro Ala Glu 

405 410 415 



gta gcc gag act gga gcc tagaggctgg atcttggaga atgtgagaag 12 96 

val Ala Glu Thr Gly Ala 
420 

ccagccagag gcatctgagg gggagccggt aactgtcctg tcctgctcat tatgecaett 1356 
ccttttaact gecaagaaat tttttaaaat aaatatttat aat 1399 

<210> 2 
<211> 422 
<212> PRT 
<213> HUMAN 



3 



<400> 2 



Gin Arg Leu 
Ser Gly Glu 



Asp Ser Pro 
35 

Glu Glu Asp 
50 

Ser Glu Glu 
65 

Ala Pro Gly 



Glu Gly Asp 



Pro Arg Val 
115 

lie Arg Pro 
130 

Leu Leu Gly 
145 

Asn Gly His 
Leu Gly Pro 



Asg Asp Pro Leu 
Arg Glu Glu Asp 



Pro Arg Met Gin Glu Asp 

Gly Glu 
25 

Pro Pro 
40 

Glu Asp 

Lys Leu 

Pro Gin 

Trp Arg 
105 

Ala Gly 
120 

Phe Cys 
Pro Leu 
Thr Leu 



Leu Pro 

Glu Gly 

Asp Pro 
85 

Asp Gin 
100 

Ser Pro 
Gin Leu 
Phe Gin 



Ser Val 
165 

Gly Arg 
180 



Gly Glu 
55 

Ser Leu 
70 

Gin Glu 

Ser His 

Ala Cys 

Ala Ala 
135 

Leu Pro 
150 

Gin Leu 
Glu Tyr 



Ser Pro 
10 

Glu Asp 

Gly Glu 

Leu Pro 

Glu Asp 
75 

Asn Asn 
90 

Tyr Gly 
Arg Phe 
Pro Ala 



Arg Ala 
185 



Pro Glu 
155 

Pro Pro 
170 

Leu Gin 



Leu Gly Gly 



Leu Pro Ser 
30 

Glu Asp Leu 
45 

Glu Val Lys 
60 

Leu Pro Thr 



Ala His Arg 

Gly Asp Pro 
110 

Gin Ser Pro 
125 

Leu Arg Pro 
14 0 

Leu Arg Leu 
Gly Leu Glu 



Leu His Leu 
190 



Gl£ Ser 

Glu Glu 

Pro Gly 

Pro Lys 

Val Glu 
80 

Asp Lys 
95 

Pro Trp 
Val Asp 
Leu Glu 



Arg Asn 
160 

Met Ala 
175 

His Trp 



Gly Ala Ala 
195 



Gly Arg Pro Gly 



Ser Glu 
200 



Phe Pro Ala 
210 



Glu He His Val 
215 



Val His 
Pro Gly 

Phe Leu Glu Glu Gly Pro Glu Glu Asn 



Val Asp Glu 
225 



Ala Leu Gl^ Arg 



231 



24 



Ser Arg Leu 



Gly Leu Asp 
275 

Gin Tyr Glu 
290 

Trp Thr Val 
3 05 

Thr Leu Ser 



Asn Phe Arg 



Glu Glu He Ala 
260 

He Ser Ala Leu 



Gly Ser Leu Thr 
295 

Phe Asn Gin Thr 
310 

Asp Thr Leu Trp 
325 

Ala Thr Gin Pro 
340 



Glu Glu 
265 

Leu Pro 
280 

Thr Pro 

Val Met 

Gly Pro 

Leu Asn 
345 



His Thr Val 



Leu Ser Thr 
220 

Gly Leu Ala 
235 

Ser Ala Tyr 
250 

Gly Ser Glu 



Ser Asp Phe 



Pro Cys Ala 
a 300 

Leu Ser Ala 
315 

Gly Asp Ser 
330 

Gly Arg Val 



Glu Gly His Arg 
2 05 

Ala Phe Ala Arg 



Val Leu Ala Ala 
240 

Glu Gin Leu Leu 
255 

Thr Gin Val Pro 
270 

Ser Arg Tyr Phe 
285 

Gin Gly Val He 



Lys Gin Leu His 
320 

Arg Leu Gin Leu 
335 

He Glu Ala Ser 
350 



Phe Pro Ala Gly Val Asp Ser Ser Pro Arg Ala Ala Glu Pro Val Gin 
355 360 ~ 365 

Leu Asn Ser Cys Leu Ala Ala Gly Asp lie Leu Ala Leu Val Phe Gly 
370 " 375 ' 380 

Leu Leu Phe Ala Val Thr Ser Val Ala Phe Leu Val Gin Met Arg Arg 
385 390 395 400 

Gin His Arg Arg Gly Thr Lys Gly Gly Val Ser Tyr Arg Pro Ala Glu 

405 7 410 7 a 415 

Val Ala Glu Thr Gly Ala 
420 

<210> 3 
<211> 29 
<212> DNA 
<213> HUMAN 



<400> 3 

cgcccagtgg gtcatcttcc ccagaagag 29 



<210> 4 
<211> 19 
<212> DNA 
<213> HUMAN 

<400> 4 

ggaatcctcc tgcatccgg 19 



<210> 5 
<211> 1522 
<212> DNA 
<213> HUMAN 

<220> 

<221> CDS 

<222> (13) . . (1389) 



5 



<220> 
<221> 
<222> 



mat_peptide 
(124) . . (1389) 



<400> 5 

acagtcagcc gc atg get ccc ctg tgc ccc age ccc tgg etc cct ctg ttg 51 
Met Ala Pro Leu Cys Pro Ser Pro Trp Leu Pro Leu Leu 
-35 -30 -25 



ate ccg gee cct get cca ggc etc act gtg caa ctg ctg ctg tea ctg 99 
lie Pro Ala Pro Ala Pro Gly Leu Thr val Gin Leu Leu Leu Ser Leu 

-20 ~ -15 -10 

ctg ctt ctg atg cct gtc cat ccc cag agg ttg ccc egg atg cag gag 147 
Leu Leu Leu Met Pro Val His Pro Gin Arg Leu Pro Arg Met Gin Glu 
-5 -11 5 

gat tec ccc ttg gga gga ggc tct tct ggg gaa gat gac cca ctg gqc 195 
Asp Ser Pro Leu Gly Gly Gly Ser Ser Gly Glu Asp Asp Pro Leu Gly 
10 15 20 

gag gag gat ctg ccc agt gaa gag gat tea ccc aga gag gag gat cca 243 
Glu Glu Asp Leu Pro Ser Glu Glu Asp Ser Pro Arg Glu Glu Asp Pro 
25 30 35 40 

ccc gga gag gag gat eta cct gga gag gag gat eta cct gga gag gag 2 91 
Pro Gly Glu Glu Asp Leu Pro Gly Glu Glu Asp Leu Pro Gly Glu Glu 

45 50 55 

gat eta cct gaa gtt aag cct aaa tea gaa gaa gag ggc tec ctg aag 33 9 
Asp Leu Pro Glu Val Lys Pro Lys Ser Glu Glu Glu Gly Ser Leu Lys 
60 65 70 

tta gag gat eta cct act gtt gag get cct gga gat cct caa gaa ccc 387 
Leu Glu Asp Leu Pro Thr val Glu Ala Pro Gly Asp Pro Gin Glu Pro 
75 80 85 

cag aat aat gee cac agg gac aaa gaa ggg gat gac cag agt cat tgg 4 35 
Gin Asn Asn Ala His Arg Asp Lys Glu Gly Asp Asp Gin Ser His Trp 
90 95 ^100 

cgc tat gga ggc gac ccg ccc tgg ccc egg gtg tec cca gee tgc gcg 483 
Arg Tyr Gly Gly Asp Pro Pro Trp Pro Arg val Ser Pro Ala Cys Ala 
105 110 115 120 

§gc cgc ttc cag tec ccg gtg gat ate cgc ccc cag etc gee gee ttc 531 
ly Arg Phe Gin Ser Pro val Asp lie Arg Pro Gin Leu Ala Ala Phe 
125 130 135 

tgc ccg gee ctg cgc ccc ctg gaa etc ctg ggc ttc cag etc ccg ccg 579 
Cys Pro Ala Leu Arg Pro Leu Glu Leu Leu Gly Phe Gin Leu Pro Pro 
140 145 150 

etc cca gaa ctg cgc ctg cgc aac aat ggc cac agt gtg caa ctg acc 627 
Leu Pro Glu Leu Arg Leu Arg Asn Asn Gly His Ser val Gin Leu Thr 
155 160 165 



6 



ctg cct cct ggg eta gag atg get ctg ggt ccc ggg egg gag tac egg 675 
Leu Pro Pro Gly Leu Glu Met Ala Leu Gly Pro Gly Arg Glu Tyr Arg 
170 175 180 

get ctg cag ctg cat ctg cac tgg ggg get gca ggt cgt ccg ggc teg 723 
Ala Leu Gin Leu His Leu His Trp Gly Ala Ala Gly Arg Pro Gly Ser 
185 190 195 200 



jag cac act gtg gaa ggc cac cgt ttc cct gee gag ate cac gtg gtt 
51u His Thr Val Glu Gly His Arg Phe Pro Ala Glu He His Val Val 

205 ~ 210 215 



cac etc age acc gec ttt gee aga gtt gac gag gee ttg ggg cgc ccg 
His Leu Ser Thr Ala Phe Ala Arg Val Asp Glu Ala Leu Gly Arg Pro 
220 225 230 

gga ggc ctg gee gtg ttg gee gec ttt ctg gag gag ggc ccg gaa gaa 
Gly Gly Leu Ala Val Leu Ala Ala Phe Leu Glu Glu Gly Pro Glu Glu 



235 240 24 



sp He Leu Ala Leu Val Phe Gly Leu Leu Phe Ala Val Thr Ser Val 
380 385 390 



gcg ttc ctt gtg cag atg aga agg cag cac aga agg gga acc aaa gg< 
Ala Phe Leu Val Gin Met Arg Arg Gin His Arg Arg Gly Thr Lys Gl 
395 400 405 

§gt gtg age tac cgc cca gca gag gta gee gag act gga gec 
ly Val Ser Tyr Arg Pro Ala Glu Val Ala Glu Thr Gly Ala 
410 415 420 



771 



867 



aac agt gee tat gag cag ttg ctg tct cgc ttg gaa gaa ate get gag 915 
Asn Ser Ala Tyr Glu Gin Leu Leu Ser Arg Leu Glu Glu He Ala Glu 
250 255 ^ 260 

§aa ggc tea gag act cag gtc cca gga ctg gac ata tct gca etc ctg 963 
lu Gly Ser Glu Thr Gin Val Pro Gly Leu Asp He Ser Ala Leu Leu 
265 270 275 280 

ccc tct gac ttc age cgc tac ttc caa tat gag ggg tct ctg act aca 1011 
p Phe Ser Arg Tyr Phe Gin Tyr Glu Gly Ser Leu Thr Thr 
285 290 295 



ccg ccc tgt gee cag ggt gtc ate tgg act gtg ttt aac cag aca gtg 1059 
Pro Pro Cys Ala Gin Gly Val He Trp Thr Val Phe Asn Gin Thr Val 
300 305 310 

atg ctg agt get aag cag etc cac acc etc tct gac acc ctg tgg gga 1107 

Met Leu Ser Ala Lys Gin Leu His Thr Leu Ser Asp Thr Leu Trp Gly 
315 320 325 



cct ggt gac tct egg eta cag ctg aac ttc cga gcg acg cag cct ttg 1155 
Pro Gly Asp Ser Arg Leu Gin Leu Asn Phe Arg Ala Thr Gin Pro Leu 
330 " 335 340 



aat ggg cga gtg att gag gee tec ttc cct get gga gtg gac age agt 12 03 
Asn Gly Arg Val He Glu Ala Ser Phe Pro Ala Gly Val Asp Ser Ser 
345 350 355 360 

cct egg get get gag cca gtc cag ctg aat tec tgc ctg get get ggt 1251 
Pro Arg Ala Ala Glu Pro Val Gin Leu Asn Ser Cys Leu Ala Ala Gly 

365 370 375 

ac ate eta gec ctg gtt ttt ggc etc ctt ttt get gtc acc age gtc 1299 

ly Leu Leu Phe Ala Ve " 



g 1347 



1389 



tagaggctgg atcttggaga atgtgagaag ccagccagag gcatctgagg gggagccggt 1449 
aactgtcctg tcctgctcat tatgccactt ccttttaact gccaagaaat tttttaaaat 1509 
aaatatttat aat 1522 

<210> 6 
<211> 459 
<212> PRT 
<213> HUMAN 



<400> 6 

Met Ala Pro Leu Cys Pro Ser Pro Trp Leu Pro Leu Leu lie Pro Ala 
-35 -30 -25 

Pro Ala Pro Gly Leu Thr Val Gin Leu Leu Leu Ser Leu Leu Leu Leu 
-20 -15 -10 

Met Pro Val His Pro Gin Arg Leu Pro Arg Met Gin Glu Asp Ser Pro 
-5 -11 5 10 

Leu Gly Gly Gly Ser Ser Gly Glu Asp Asp Pro Leu Gly Glu Glu Asp 
15 20 25 

Leu Pro Ser Glu Glu Asp Ser Pro Arg Glu Glu Asp Pro Pro Gly Glu 
30 35 40 

Glu Asp Leu Pro Gly Glu Glu Asp Leu Pro Gly Glu Glu Asp Leu Pro 
. 45 50 55 

Glu Val Lys Pro Lys Ser Glu Glu Glu Gly Ser Leu Lys Leu Glu Asp 
60 65 70 75 

Leu Pro Thr Val Glu Ala Pro Gly Asp Pro Gin Glu Pro Gin Asn Asn 

80 85 90 

Ala His Arg Asp Lys Glu Gly Asp Asp Gin Ser His Trp Arg Tyr Gly 
95 100 105 

Gly Asp Pro Pro Trp Pro Arg Val Ser Pro Ala Cys Ala Gly Arg Phe 
110 115 120 

Gin Ser Pro Val Asp lie Arg Pro Gin Leu Ala Ala Phe Cys Pro Ala 
125 " 130 135 

Leu Arg Pro Leu Glu Leu Leu Gly Phe Gin Leu Pro Pro Leu Pro Glu 
140 145 150 155 



8 



Leu Arg Leu Arg Asn Asn Gly His Ser Val Gin Leu Thr Leu Pro Pro 

160 165 170 



Gly Leu Glu Met 
175 

Leu His Leu His 
190 

Val Glu Gly His 
205 

Thr Ala Phe Ala 
220 

Ala Val Leu Ala 



Tyr Glu Gin Leu 
2 55 

Glu Thr Gin Val 
270 

Phe Ser Arg Tyr 
285 

Ala Gin Gly Val 
300 

Ala Lys Gin Leu 



Ser Arg Leu Gin 
335 

Val He Glu Ala 
350 

Ala Glu Pro Val 
365 

Ala Leu Val Phe 
380 

Val Gin Met Arg 



Tyr Arg Pro Ala 
415 



Ala Leu Gly Pro 



Trp Gly Ala Ala 
195 

Arg Phe Pro Ala 
210 

Arg Val Asp Glu 
225 

Ala Phe Leu Glu 
240 

Leu Ser Arg Leu 



Pro Gly Leu Asp 
275 

Phe Gin Tyr Glu 
290 

He Trp Thr Val 
305 

His Thr Leu Ser 
320 

Leu Asn Phe Arg 



Ser Phe Pro Ala 
355 

Gin Leu Asn Ser 
370 

Gly Leu Leu Phe 
385 

Arg Gin His Arg 
400 

Glu Val Ala Glu 



Gly Arg Glu Tyr 
180 

Gly Arg Pro Gly 



Glu He His Val 
215 

Ala Leu Gly Arg 
230 

Glu Gly Pro Glu 
245 

Glu Glu He Ala 
260 

He Ser Ala Leu 



Gly Ser Leu Thr 
295 

Phe Asn Gin Thr 
310 

Asp Thr Leu Trp 
32 5 

Ala Thr Gin Pro 
340 

Gly Val Asp Ser 



Cys Leu Ala Ala 
375 

Ala Val Thr Ser 
390 

Arg Gly Thr Lys 
405 

Thr Gly Ala 
420 



Arg Ala Leu Gin 
185 

Ser Glu His Thr 
200 

Val His Leu Ser 



Pro Gly Gly Leu 
235 

Glu Asn Ser Ala 
250 

Glu Glu Gly Ser 
265 

Leu Pro Ser Asp 
280 

Thr Pro Pro Cys 



Val Met Leu Ser 
315 

Gly Pro Gly Asp 
330 

Leu Asn Gly Arg 
345 

Ser Pro Arg Ala 
360 

Gly Asp He Leu 



Val Ala Phe Leu 
395 

Gly Gly Val Ser 
410 



9 



<212> DNA 
<213> HUMAN 

<400> 7 

tggggttctt gaggatctcc aggag 

<210> 8 
<211> 26 
<212> DNA 
<213> HUMAN 

<400> 8 

ctctaacttc agggagccct cttctt 

<210> 9 
<211> 48 
<212> DNA 
<213> HUMAN 

<220> 

<221> primer_bind 
<222> (1) . . (48) 

<400> 9 

cuacuacuac uaggccacgc gtcgactagt acgggnnggg nngggnng 

<210> 10 
<211> 6 



10 



<212> PRT 
<213> HUMAN 

<400> 10 

Glu Glu Asp Leu Pro Ser 
1 5 

<210> 11 
<211> 6 
<212> PRT 
<213> HUMAN 



<400> 11 

Asp Asp Pi 

5 



Gly^ Glu Asp Asp Pro Leu 



<210> 12 
<211> 21 
<212> PRT 
<213> HUMAN 



<400> 12 

Asn Asn Ala His Ar^j Asp Lys Glu Gly Asg Asp Gin Ser His Tr^ Arg 
Tyr Gly Gly AsjD Pro 

<210> 13 
<211> 16 

<212> PRT 

<213> HUMAN 



<400> 13 

His Pro Gin Arg Leu Pro Arg Met Gin Glu Asp Ser Pro Leu Gly Gly 
1 5 ' 10 15 



<210> 14 
<211> 24 



11 



<212> PRT 
<213> HUMAN 



<400> 14 

Glu Glu Asp Ser Pro Arg Glu Glu Asp Pro Pro Gly Glu Glu Asp Leu 
15 10 15 

Pro Gly Glu Glu Asp Leu Pro Gly 
20 

<210> 15 
<211> 13 
<212> PRT 
<213> HUMAN 



<400> 15 

Leu Glu Glu Gly Pro Glu Glu Asn Ser Ala Tyr Glu Gin 
15 10 

<210> 16 
<211> 16 
<212> PRT 
<213> HUMAN 

<400> 16 

Met Arg Arg Gin His Arg Arg Gly Thr Lys Gly Gly Val Ser Tyr Arg 
15 10 15 

<210> 17 
<211> 45 
<212> DNA 
<213> HUMAN 

<400> 17 

gtcgctagct ccatgggtca tatgcagagg ttgccccgga tgcag 45 



<21Q> 18 
<211> 43 



12 



<212> DNA 
<213> HUMAN 

<400> 18 

gaagatctct tactcgagca ttctccaaga tccagcctct agg 
<210> 19 
<211> 10 
<212> DNA 
<213> HUMAN 

<220> 

<221> misc_feature 
<222> (1) . . (10) 

<400> 19 
yssccmnsss 



<210> 20 
<211> 10 
<212> DNA 
<213> HUMAN 

<220> 

<221> misc_f eature 
<222> (1) . . (10) 

<400> 20 
kmggcckrry 
<210> 21 
<211> 10 
<212> DNA 
<213> HUMAN 



13 



<220> 

<221> misc_feature 
<222> (1) . . (10) 

<400> 21 

rr rcwwgyyy 1 0 



<210> 22 
<211> 8 
<212> PRT 
<213> HUMAN 

<400> 22 

Leu Glu His His His His His His 
1 - 5 

<210> 23 
<211> 5052 
<212> DNA 
<213> HUMAN 

<220> 

<221> misc_f eature 
<222> (1) . . (5052) 

<400> 23 

ggatcctgtt gactcgtgac cttaccccca 
ccactcaggg ttaaatggat taagggcggt 
aaggcagcat gctcgttaag agtcatcacc 
aacactgcgg aaggccgcag ggtcctctgc 
tttatctgac cttccctcca ctattgtcca 
cacccaagaa ttatcaataa aaaaataaat 
aaaaaaaaaa gacttacgaa tagttattga 



accctgtgct ctctgaaaca tgagctgtgt 60 
gcaagatgtg ctttgttaaa cagatgcttg 120 
aatccctaat ctcaagtaat cagggacaca 180 
ctaggaaaac cagagacctt tgttcacttg 240 
tgaccctgcc aaatccccct ctgtgagaaa 300 
ttaaaaaaaa aatacaaaaa aaaaaaaaaa 3 60 
taaatgaata gctattggta aagccaagta 420 



14 



aatgatcata ttcaaaacca gacggccatc atcacagctc aagtctacct gatttgatct 480 
ctttatcatt gtcattcttt ggattcacta gattagtcat catcctcaaa attctccccc 540 
aagttctaat tacgttccaa acatttaggg gttacatgaa gcttgaacct actaccttct 600 
ttgcttttga gccatgagtt gtaggaatga tgagtttaca ccttacatgc tggggattaa 660 
tttaaacttt acctctaagt cagttgggta gcctttggct tatttttgta gctaattttg 720 
tagttaatgg atgcactgtg aatcttgcta tgatagtttt cctccacact ttgccactag 780 
gggtaggtag gtactcagtt ttcagtaatt gcttacctaa gaccctaagc cctatttctc 840 
ttgtactggc ctttatctgt aatatgggca tatttaatac aatataattt ttggagtttt 900 
tttgtttgtt tgtttgtttg tttttttgag acggagtctt gcatctgtca tgcccaggct 960 
ggagtagcag tggtgccatc tcggctcact gcaagctcca cctcccgagt tcacgccatt 1020 
ttcctgcctc agcctcccga gtagctggga ctacaggcgc ccgccaccat gcccggctaa 1080 
ttttttgtat ttttggtaga gacggggttt caccgtgtta gccagaatgg tctcgatctc 1140 
ctgacttcgt gatccacccg cctcggcctc ccaaagttct gggattacag gtgtgagcca 1200 
ccgcacctgg ccaatttttt gagtctttta aagtaaaaat atgtcttgta agctggtaac 1260 
tatggtacat ttccttttat taatgtggtg ctgacggtca tataggttct tttgagtttg 1320 
gcatgcatat gctacttttt gcagtccttt cattacattt ttctctcttc atttgaagag 1380 
catgttatat cttttagctt cacttggctt aaaaggttct ctcattagcc taacacagtg 1440 
tcattgttgg taccacttgg atcataagtg gaaaaacagt caagaaattg cacagtaata 1500 
cttgtttgta agagggatga ttcaggtgaa tctgacacta agaaactccc ctacctgagg 1560 
tctgagattc ctctgacatt gctgtatata ggcttttcct ttgacagcct gtgactgcgg 1620 
actatttttc ttaagcaaga tatgctaaag ttttgtgagc ctttttccag agagaggtct 1680 
catatctgca tcaagtgaga acatataatg tctgcatgtt tccatatttc aggaatgttt 1740 
gcttgtgttt tatgctttta tatagacagg gaaacttgtt cctcagtgac ccaaaagagg 1800 
tgggaattgt tattggatat catcattggc ccacgctttc tgaccttgga aacaattaag 1860 
ggttcataat ctcaattctg tcagaattgg tacaagaaat agctgctatg tttcttgaca 1920 
ttccacttgg taggaaataa gaatgtgaaa ctcttcagtt ggtgtgtgtc cctngttttt 1980 
ttgcaatttc cttcttactg tgttaaaaaa aagtatgatc ttgctctgag aggtgaggca 2040 
ttcttaatca tgatctttaa agatcaataa tataatcctt tcaaggatta tgtctttatt 2100 
ataataaaga taatttgtct ttaacagaat caataatata atcccttaaa ggattatatc 2160 
tttgctgggc gcagtggctc acacctgtaa tcccagcact ttgggtggcc aaggtggaag 222 0 
gatcaaattt gcctacttct atattatctt ctaaagcaga attcatctct cttccctcaa 2280 
tatgatgata ttgacagggt ttgccctcac tcactagatt gtgagctcct gctcagggca 2340 
ggtagngttt tttgtttttg tttttgtttt tcttttttga gacagggtct tgctctgtca 2400 
cccaggccag agtgcaatgg tacagtctca gctcactgca gcctcaacgc ctcggctcaa 2460 
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accatcatcc catttcagcc tcctgagtag ctgggactac aggcacatgc cattacacct 2520 
ggctaatttt tttgtatttc tagtagagac agggtttggc catgttgccc gggctggtct 2580 
cgaactcctg gactcaagca atccacccac ctcagcctcc caaaatgagg gaccgtgtct 2640 
tattcatttc catgtcccta gtccatagcc cagtgctgga cctatggtag tactaaataa 2700 
atatttgttg aatgcaatag taaatagcat ttcagggagc aagaactaga ttaacaaagg 2760 
tggtaaaagg tttggagaaa aaaataatag tttaatttgg ctagagtatg agggagagta 2 82 0 
gtaggagaca agatggaaag gtctcttggg caaggttttg aaggaagttg gaagtcagaa 2880 
gtacacaatg tgatatcgtg gcaggcagtg gggagccaat gaaggctttt gagcaggaga 2940 
gtaatgtgtt gaaaaataaa tataggttaa acctatcaga gcccctctga cacatacact 3000 
tgcttttcat tcaagctcaa gtttgtctcc cacataccca ttacttaact caccctcggg 3060 
ctcccctagc agcctgccct acctctttac ctgcttcctg gtggagtcag ggatgtatac 3120 
atgagctgct ttccctctca gccagagaca tggggggccc cagctcccct gcctttcccc 3180 
ttctgtgcct ggagctggga agcaggccag ggttagctga ggctggctgg caagcagctg 324 0 
ggtggtgcca gggagagcct gcatagtgcc aggtggtgcc ttgggttcca agctagtcca 3300 
tggccccgat aaccttctgc ctgtgcacac acctgcccct cactccaccc ccatcctagc 3360 
tttggtatgg gggagagggc acagggccag acaaacctgt gagactttgg ctccatctct 342 0 
gcaaaagggc gctctgtgag tcagcctgct cccctccagg cttgctcctc ccccacccag 3480 
ctctcgtttc caatgcacgt acagcccgta cacaccgtgt gctgggacac cccacagtca 3540 
gcgcatggct cccctgtgcc ccagcccctg gctccctctg ttgatcccgg cccctgctcc 3600 
aggcctcact gtgcaactgc tgctgtcact gctgcttctg atgcctgtcc atccccagag 3660 
gttgccccgg atgcaggagg attccccctt ggaggaggct cttctgggga agatgaccca 372 0 
ct ggg c 9 a gg aggatctgcc cagtgaagag gattcaccca gagaggagga tccacccgga 3780 
gaggaggatc tacctggaga ggaggatcta cctggagagg aggatctacc tgaagttaat 3 840 
gcctaaatca gaagaagagg gctccctgaa gttagaggat ctacctactg ttgaggctcc 3900 
tggagatcct caagaacccc agaataatgc ccacagggac aaagaagggg atgaccagag 3 960 
tcattggcgc tatggaggcg acccgcctgg ccccgggtgt ccccagcctg cgcgggccgc 4020 
ttccagtccc cggtggatat ccgcccccag ctcgccgcct tctgcccggc cctgcgcccc 4080 
ctggaactcc tgggcttcca gctcccgccg ctcccagaac tgcgcctgca gacaatggcc 4140 
acagtgtgca actgaccctg cctcctgggc tagagatggc tctgggtccc gggcgggagt 42 00 
accggctctg cagctgcatc tgcactgggg ggctgcaggt cgtccgggct cggagcacac 42 60 
tgtggaaggc caccgtttcc ctgccgagat ccacgtggtt cacctcagca ccgcctttgc 4320 
cagagttgac gaggccttgg ggcgcccggg aggcctggcc gtgttggcgc ctttctggag 43 80 
gagggcccgg aagaaaacag tgtcctatga gcagttgctg tctcgcttgg aagaaatcgc 4440 
tgaggaaggc tcagagactc aggtcccagg actggacata tctgcactcc tgccctctga 4500 
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cttcagccgc tacttccaat atgaggggtc tctgactaca ccgccctgtg cccagggtgt 4560 
catctggact gtgtttaacc agacagtgat gctgagtgct aagcagctcc acaccctctc 462 0 
tgacaccctg tggggacctg gtgactctcg gctacagctg aacttccgag cgacgcagcc 4680 
tttgaatggg cgagtgattg aggcctcctt ccctgctgga gtggacagca gtcctcgggc 4740 
tgctgagcca gtccagctga attcctgcct ggctgctggt gacatcctag ccctggtttt 4800 
tggcctcctt tttgctgtca ccagcgtcgc gttccttgtg cagatgagaa ggcagcacag 4860 
aaggggaacc aaagggggtg tgagcgtacc gcccagcaga ggtagccgag actggagcct 492 0 
agaggctgga tcttggagaa tgtgagaagc cagccagagg catctgaggg ggagccggta 4 980 
actgtcctgt cctgctcatt atgccacttc cttttaactg ccaagaaatt ttttaaaata 5040 
aatatttata at 5052 

<210> 24 
<211> 6 
<212> PRT 
<213> HUMAN 
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Arg Arg Ala Arg Lys Lys 
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<211> 4 
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<213> HUMAN 

<220> 

<221> SITE 
<222> (1) . . (4) 

<400> 25 

Ser Pro Xaa Xaa 
1 

<210> 26 
<211> 4 
<212> PRT 
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<213> HUMAN 
<220> 

<221> SITE 
<222> (1) . . (4) 

<400> 26 

Thr Pro Xaa Xaa 
1 



